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Abstract  

Motivation: Global freshwater fish biodiversity and their responses to global changes have 

intensively been explored using taxonomic data, while functional aspects remain understudied 

due to the lack of knowledge for most species. To fill this gap, we compiled morphological 

traits related to locomotion and feeding for the world freshwater fish fauna based on pictures 

and scientific drawings available from the literature.  

Main types of variables contained: The database includes ten morphological traits measured 

on 8 342 freshwater fish species, covering 48.69% of the world freshwater fish fauna. 

Spatial location and grain: Global 

Major taxa and level of measurement: The database considers ray-finned fishes (Class 

Actinopterygii). Measurements were made at the species level. 

Software format: csv. 

Main conclusion: The FISHMORPH database provides the most comprehensive database on 

fish morphological traits to date. It represents an essential source of information for ecologists 

and environmental managers seeking to consider morphological patterns of fish faunas 

throughout the globe, and for those interested in current and future impacts of human activities 

on the morphological structure of fish assemblages. Given the high threat status of freshwater 

environments and the biodiversity they host, we believe this database will be of great interest 

for future studies on freshwater ecology research and conservation.  
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1. Introduction  

Freshwater ecosystems are increasingly considered in biodiversity and conservation studies 

(Tickner et al., 2020; Reid et al., 2019) as they host a substantial fraction of the world diversity 

and provide irreplaceable goods and services to humanity (Albert et al., 2021). Yet, freshwaters 

are among the most anthropised and at-risk ecosystems of the globe (Su et al., 2021; WWF, 

2020) and host numerous endemic and endangered species (Toussaint et al., 2016; Tedesco et 

al., 2012). Among freshwater organisms, freshwater fish are of particular interest because they 

make one-fourth of all vertebrates species, provide food to millions of human people and 

contribute to the world economy (McIntyre et al., 2016). Such awareness motivated the 

development of global and regional scale initiatives to inventory the freshwater fish fauna 

across the globe (e.g. Jézéquel et al., 2020; Tedesco et al., 2017) to determine the spatial patterns 

and drivers of freshwater fish richness and endemism (Dias et al., 2014; Tedesco et al., 2012; 

Oberdorff et al., 2011; Guegan et al., 1998) and to reveal the strength of anthropic disturbances 

on fish faunas. Those studies showed that non-native species introductions, river fragmentation 

and climate change blurred the historical composition of fish species assemblages (Comte and 

Olden, 2017; Dias et al., 2017; Leprieur et al., 2008) and the faunistic dissimilarity between 

rivers (Baiser et al., 2012; Villéger et al., 2011). Future biodiversity trends under various 

scenarios of anthropic activity were also proposed, and all predicted a reinforcement of these 

biodiversity changes in the near future (Herrera‐R et al., 2020; Villéger et al., 2014). 

All those previous studies focussed on the taxonomic dimension of biodiversity (i.e. where all 

species are equivalent), not properly representing the specific roles of fish species in aquatic 

ecosystems (Villéger et al., 2017). Fish account for a wide range of functions including food-

web control, bioturbation or nutrient cycling (Estes et al., 2011; McIntyre et al., 2007), however 

the individual role of most species in such processes remains unknown, a knowledge gap that 



would require decades of research to be fulfilled. Fortunately, another way to approach the roles 

played by fish species is to consider the species ecological, behavioural, physiological or 

morphological characteristics (Villéger et al., 2017). Ecological, physiological and behavioural 

traits such as maturity, fecundity, diet, habitat or dispersal capacities are well informed at the 

species level for some Northern Hemisphere regions such as United States (Frimpong & 

Angermeier, 2009) or Western Europe (Kuczynski et al., 2018) but still lack for a large part of 

the world fish fauna. Overall, Fishbase (https://www.fishbase.org; Froese & Pauly, 2020), the 

most up-to-date database on fish biology, provides complete ecological information for less 

than 2 000 out of the ca. 17 134 described freshwater species. In contrast, morphological traits 

can be easily measured from fish pictures or scientific drawings available in the literature for 

most species. Based on fish lateral views, several morphological traits related to locomotion 

(e.g. body shape, fin size and position) and feeding (e.g. mouth and eye size and position; 

Villéger et al., 2017) can be measured. The FISHMORPH database provides such 

morphological traits for freshwater fish species from collected pictures and scientific drawings. 

This database aims at covering all continental realms and ecosystems, and the whole 

morphological range of freshwater fishes, from tiny Loricariid algae browsers (e.g. dwarf 

suckers, Otocinclus sp.) to large Esocid predators (e.g. pikes, Esox sp.) and from elongated 

Anguliliforms (e.g. eels, Anguilla sp.) to laterally compressed Cichlids (e.g. discus, 

Symphysodon sp.). This morphological data will provide a unique opportunity to investigate 

morphological characteristics for most of the freshwater fish species and assemblages of the 

globe, and to go beyond taxonomic approaches for local to global scale studies. 

 

 

 

 



2. Methods 

2.1. Data acquisition 

2.1.1. Fish pictures collection 

To measure morphological characteristics, we ran an extensive literature review to collect at 

least one lateral view picture of each described species of freshwater fish. More than 590 

scientific literature sources including peer-reviewed articles, books and scientific websites were 

considered. Pictures were primarily taken from regional fish atlases either as printed books or 

scientific websites. We then complemented the database using monographies and peer-

reviewed articles on fish taxonomy. Fish hobbyist websites, grey literature and unpublished 

illustrations of fresh and museum specimens were also considered after checking for accurate 

taxonomy of the illustrated species. We collected at least one picture (validated photograph or 

scientific drawing) of fish lateral view per species. Only pictures and scientific side view 

drawings of entire adult animals were kept. We primarily searched for photographs of fresh or 

preserved specimens and drawings were only used when no picture was found. Drawings were 

taken from the fish taxonomy literature (references are provided in the database), limiting 

therefore artistic interpretations. Juveniles were not considered because morphological changes 

can occur during ontogeny. In cases of sexual dimorphism, we only considered male 

morphology, because female pictures are scarce for most species (especially for Perciforms and 

Cyprinodontiforms). Although working on lateral view pictures provides less external 

morphological information as with fresh animals (e.g. oral gape surface and body transversal 

shape are not measurable from lateral views), it is the most efficient way to collect 

morphological measures when targeting the world freshwater fish fauna, compared to the highly 

demanding collection of fresh or museum specimens.  

 

 



2.1.2. Functional traits measures 

For each specimen, 11 morphological measurements were recorded (Figure 1a) using ImageJ 

software (http://rsb.info.nih.gov/ij/index.html). Each measurement was expressed as a number 

of pixels because pictures rarely contained a metric scale. Measurements were thus expressed 

as biologically meaningful ratios between measurements taken from the same picture, allowing 

for comparisons between pictures (Villéger et al., 2017; Toussaint et al., 2016). We computed 

nine unitless ratios (hereafter called morphological traits, Figure 1b). In addition, we also 

considered an estimate of maximum body length (MBl) as a measure of body size, taken from 

Fishbase (https://www.fishbase.org; Froese & Pauly, 2020). The resulting ten morphological 

traits (nine unitless ratios and body size) are commonly used in assessments of morphological 

diversity of freshwater (e.g. Su et al., 2019; Toussaint et al., 2016; Pease et al., 2015) and marine 

fishes (e.g. Bellwood et al., 2014; Villéger et al., 2010). Complementary morphological traits 

such as oral gape area and shape, or body thickness were not included because they need front 

and dorsal views of the fish, which were only available for a few species.  

Some species have unusual morphologies (e.g. species without tail, flatfishes) that prevent from 

measuring some morphological traits. For these few exceptions, we followed the rules defined 

by Villéger et al. (2010): (i) for species with no visible caudal fin (e.g. Sternopygidae, 

Anguilidae, Plotosidae), caudal peduncle throttling (CPt) was set to 1, assuming caudal fin 

depth is equal to caudal peduncle depth (Figure 1); (ii) for the algae browser species with the 

mouth positioned under the body (e.g. Loricaridae, or some Balitoridae such as Gastromyzon) 

oral gape position (OGp) and relative maxillary length (RMl) were set to 0; (iii) for the species 

without pectoral fins (e.g. Synbranchiforms and some Anguiliforms) pectoral fin vertical 

position (PFv) was set to 0; iv) for flatfishes, body depth measure was the body width as the 

fish lies on one side of its body. We hence assumed that Pleuronectiforms are functionally closer 

to dorso-ventrally flattened fishes (e.g. Gastromyzon) than to laterally compressed fishes (e.g. 



Symphysodon). This rule is relevant with flatfish species ecology, and make the meaning of 

traits consistent for all the fishes, as underlined by Villéger et al. (2017).      

 

2.2. Quality Control 

2.2.1. Taxonomy 

We validated species scientific names following Fishbase (Froese & Pauly, 2020) through the 

R package rfishbase (as of December 2020; Boettiger et al., 2012) and confirmed names with 

no match manually using the Catalog of Fishes (Fricke et al., 2018). We then selected only 

records involving ray-finned fishes (Class Actinopterygii), excluding sharks, rays and lampreys 

and unidentified species. Only freshwater species are considered in our database. Freshwater 

species were selected from all the species listed in Fishbase as inhabiting the freshwater 

environment, including therefore the species with a marine or brackish life stage listed as 

“Freshwater-Brackish or “Freshwater-Brackish-Marine” in Fishbase. We also considered some 

species (14 species) not listed as freshwater species in Fishbase, but retrieved in the literature 

as occasionally entering freshwaters (Tedesco et al., 2017a). 

 

2.2.2. Pictures 

When several pictures were available for a species, measures were done on the one allowing 

for a maximum of morphological measures. All pictures with no lateral view as well as pictures 

not representing the entire fish body were systematically discarded. Pictures of ancient museum 

specimens, with dried bodies and fins, were also discarded to conserve only live, fresh or well-

conserved specimens. Drawings were conserved only if they provide a precise representation 

of the fish species and only in the case no adequate picture was found. Despite those restrictions, 

the quality of the pictures did not allow the measurement of all morphological traits in all 



species, due to inappropriate position of body parts or to damages (this was particularly true for 

fins, which are sometimes truncated). All those doubtful measures were discarded. 

 

2.3. Database formatting 

The database is organized in a single table (.csv format) with the taxonomy of the species in the 

five first columns accounting for Superorder, Order, Family and binomial species name (genus 

and species). Because the nomenclature of species can change, we also added the Fisbase 

identification number of each species, thus ensuring a real-time follow-up of taxonomic 

changes. The ten following columns account for each one of the morphological traits as listed 

in Figure 1b. Each row of the table corresponds to one species. A static version of  

FISHMORPH is available through figshare (https://doi.org/10.6084/m9.figshare.14891412), 

although future updates will continue complementing the database (see Data Availability 

Statement), adding information from new pictures or measures for additional species that would 

become available or that any interested reader would like to provide. Traits not measured are 

coded as “NA” to ease analysis with R software. Finally the two last columns indicate the type 

of illustration (photograph or drawing) and the source of the illustration.  

 

3. Results and Discussion 

We here provide the most comprehensive fish morphological trait database existing to date. It 

is based on the collection of 8 342 fish pictures (7057 photographs and 1285 drawings). Among 

the 8 342 considered species, all the 10 morphological traits were measured for 6391 species 

(76.61% of the species). Unmeasured traits account for 3.06% of all traits and range between 

0.96% and 10.33% of the traits according to fish orders (Figure 2). The entire database 

encompasses 8 342 freshwater fish species out of the 17 134 valid freshwater fish species listed 

in Fishbase (accessed on 15th March 2021) and thus accounts for 48.69% of the global 

freshwater fish fauna. The species included in the FISHMORPH database belong to 32 of the 



34 fish orders inhabiting freshwaters and contain species from more than 90% of all the 

freshwater fish families (199 out of the 220 fish families with freshwater species) and more 

than 80% of all the freshwater fish genera (1 881 out of the 2 315 freshwater fish genera, Figure 

2). The FISHMORPH database accounts for the fish fauna inhabiting the six biogeographic 

realms of the globe, with morphological data covering in average 85.44% of the fish species 

per river basin for the 3 119 basins considered by Tedesco et al. (2017a) in their global fish 

species distribution database. The percentage of species considered in the FISMORPH data per 

river basin varies however among realms, with completeness levels higher than 80% in the 

Australian (87.61%), Nearctic (92.71%), Oriental (83.55%) and Palearctic (88.40%) rivers, 

whereas it remains lower in the two other realms (74.76% and 77.48% in Afrotropical and 

Neotropical rivers, respectively; Figure 2). 

 

Used in recent studies, the FISHMORPH database revealed strong differences between 

taxonomic and morphological richness among biogeographic realms (Toussaint et al., 2016), 

which were partly driven by a few species with extreme morphologies (Su et al., 2019). The 

FISHMORPH data was also used to investigate human impacts on the freshwater fish fauna, 

showing that morphological diversity in the world rivers has deeply changed following exotic 

species introductions (Toussaint et al., 2018), because humans have preferentially introduced 

species with particular morphologies (Su et al., 2020). We believe the FISHMORPH data is of 

great interest to further investigate global change impacts on the freshwater fish biodiversity 

throughout the globe. Understanding how observed and predicted changes in fish taxonomic 

diversity translate into morphological changes would for instance be of particular interest to 

understand the functional and evolutionary consequences of global changes, as shown by 

Carmona et al. (2021) for plants and vertebrates. In addition, morphological data can also be 

combined with other descriptors of biodiversity, such as taxonomic and phylogenetic 



diversities, to develop comprehensive indicators of biodiversity changes throughout the world 

as proposed by Su et al. (2021), or at regional scales as in Dézerald et al. (2020) and Herrera‐R 

et al. (2020). 

 

4. Conclusions 

The FISHMORPH database provides the most comprehensive global-scale database on 

freshwater fish morphology to date. It accounts for almost 50% of the described freshwater fish 

fauna, and thus contains taxonomic gaps that should be progressively filled in the future. In 

addition, the FISHMORPH database currently considers only a single individual per species, 

and does not account for intraspecific trait variability. Future developments could therefore 

consider morphological measures for several individuals per species from different life-stages 

and/or rivers. It would also be useful to consider more traits, including not only morphology 

but also ecological, physiological and behavioural traits. Although information on these traits 

are lacking for most species, previous initiatives offer such data for United States and European 

faunas (Frimpong & Angermeier, 2009; Kuczynski et al., 2018). Since ecological and 

morphological traits provide complementary information on the functional structure of fish 

assemblages (Kuczynski et al., 2018), merging those databases would be a useful endeavour to 

better understand how natural and human determinants shape the functional diversity of 

freshwater fish faunas over the globe. Another limitation of the database is the lack of 

information on marine fishes, and we therefore encourage the extension of our database to 

marine fauna. This would provide useful information to explore the differences in 

diversification rates observed for marine and freshwater faunas (Tedesco et al., 2017b), or to 

better understand the processes explaining fish distribution across the globe (Carvajal-Quintero 

et al., 2019). Such future developments, although desirable, do not hinder the use of the 

FISHMORPH database for both macroecological and local scale studies. We are confident that 



the morphological measures provided here will be helpful in the assessment of anthropogenic 

impacts on freshwater faunas and for the development of local to global indicators of river 

health.  

 

5. Data availability statement 

FISHMORPH is publicly available through figshare 

(https://doi.org/10.6084/m9.figshare.14891412). We kindly ask the users to cite the present 

paper in any published material produced using these data. Users are free to use the 

FISHMORPH data and to contact the authors for details or collaborations. We also encourage 

any potential data contributor to contact S.B. with potential datasets to expand the database.  

 

6. References 

Albert, J.S., Destouni, G., Duke-Sylvester, S.M., Magurran, A.E., Oberdorff, T., Reis, R.E., 
Winemiller, K.O., Ripple, W.J., 2021. Scientists’ warning to humanity on the 
freshwater biodiversity crisis. Ambio, 50, 85–94. https://doi.org/10.1007/s13280-020-
01318-8 

Anderson, E.P., Jenkins, C.N., Heilpern, S., Maldonado-Ocampo, J.A., Carvajal-Vallejos, 
F.M., Encalada, A.C., Rivadeneira, J.F., Hidalgo, M., Cañas, C.M., Ortega, H., 
Salcedo, N., Maldonado, M., Tedesco, P.A., 2018. Fragmentation of Andes-to-
Amazon connectivity by hydropower dams. Science Advances, 4, eaao1642. 
https://doi.org/10.1126/sciadv.aao1642 

Baiser, B., Olden, J.D., Record, S., Lockwood, J.L., McKinney, M.L., 2012. Pattern and 
process of biotic homogenization in the New Pangaea. Proceedings of the Royal 
Society B: Biological Sciences, 279, 4772–4777. 
https://doi.org/10.1098/rspb.2012.1651 

Bellwood, D.R., Goatley, C.H.R., Brandl, S.J., Bellwood, O., 2014. Fifty million years of 
herbivory on coral reefs: fossils, fish and functional innovations. Proceedings of the 
Royal Society B: Biological Sciences, 281, 20133046. 
https://doi.org/10.1098/rspb.2013.3046 

Carmona, C.P., Tamme, R., Pärtel, M., de Bello, F., Brosse, S., Capdevila, P., González-M., 
R., González-Suárez, M., Salguero-Gómez, R., Vásquez-Valderrama, M., Toussaint, 
A., 2021. Erosion of global functional diversity across the tree of life. Science 
Advances, 7, eabf2675. https://doi.org/10.1101/2020.06.29.179143 

Carvajal-Quintero, J., Villalobos, F., Oberdorff, T., Grenouillet, G., Brosse, S., Hugueny, B., 
Jézéquel, C., Tedesco, P.A., 2019. Drainage network position and historical 
connectivity explain global patterns in freshwater fishes’ range size. Proceedings of 
the National Academy of Sciences of the USA, 116, 13434-13439.  
https://doi.org/10.1073/pnas.1902484116 



Comte, L., Olden, J.D., 2017. Climatic vulnerability of the world’s freshwater and marine 
fishes. Nature Climate Change, 7, 718–722. https://doi.org/10.1038/nclimate3382 

Dézerald, O., Mondy, C.P., Dembski, S., Kreutzenberger, K., Reyjol, Y., Chandesris, A., 
Valette, L., Brosse, S., Toussaint, A., Belliard, J., Merg, M.-L., Usseglio-Polatera, P., 
2020. A diagnosis-based approach to assess specific risks of river degradation in a 
multiple pressure context: Insights from fish communities. Science of The Total 
Environment, 734, 139467. https://doi.org/10.1016/j.scitotenv.2020.139467 

Estes, J.A., Terborgh, J., Brashares, J.S., Power, M.E., Berger, J., Bond, W.J., Carpenter, 
S.R., Essington, T.E., Holt, R.D., Jackson, J.B.C., Marquis, R.J., Oksanen, L., 
Oksanen, T., Paine, R.T., Pikitch, E.K., Ripple, W.J., Sandin, S.A., Scheffer, M., 
Schoener, T.W., Shurin, J.B., Sinclair, A.R.E., Soulé, M.E., Virtanen, R., Wardle, 
D.A., 2011. Trophic Downgrading of Planet Earth. Science, 333, 301–306. 
https://doi.org/10.1126/science.1205106 

Frimpong, E.A., Angermeier, P.L., 2009. FishTraits: A database of Ecological and life-history 
traits of freshwater fishes of the United States. Fisheries, 34, 487-495. 
https://doi.org/10.1577/1548-8446-34.10.487 

Froese, R., Pauly, D., 2020. FishBase. World Wide Web electronic publication. 
Guean, J.-F., Lek, S., Oberdorff, T., 1998. Energy Availability and Habitat Heterogeneity 

Predict Global Riverine Fish Diversity. Nature, 391, 382-384. 
https://doi.org/10.1038/34899 

Herrera-R, G.A., Oberdorff, T., Anderson, E.P., Brosse, S., Carvajal-Vallejos, F.M., 
Frederico, R.G., Hidalgo, M., Jézéquel, C., Maldonado, M., Maldonado-Ocampo, J.A., 
Ortega, H., Radinger, J., Torrente-Vilara, G., Zuanon, J., Tedesco, P.A., 2020. The 
combined effects of climate change and river fragmentation on the distribution of 
Andean Amazon fishes. Global Change Biology, 26, 5509–5523. 
https://doi.org/10.1111/gcb.15285 

Jézéquel, C., Tedesco, P.A., Bigorne, R., Maldonado-Ocampo, J.A., Ortega, H., Hidalgo, M., 
Martens, K., Torrente-Vilara, G., Zuanon, J., Acosta, A., Agudelo, E., Barrera Maure, 
S., Bastos, D.A., Bogotá Gregory, J., Cabeceira, F.G., Canto, A.L.C., Carvajal-
Vallejos, F.M., Carvalho, L.N., Cella-Ribeiro, A., Covain, R., Donascimiento, C., 
Dória, C.R.C., Duarte, C., Ferreira, E.J.G., Galuch, A.V., Giarrizzo, T., Leitão, R.P., 
Lundberg, J.G., Maldonado, M., Mojica, J.I., Montag, L.F.A., Ohara, W.M., Pires, 
T.H.S., Pouilly, M., Prada-Pedreros, S., de Queiroz, L.J., Rapp Py-Daniel, L., Ribeiro, 
F.R.V., Ríos Herrera, R., Sarmiento, J., Sousa, L.M., Stegmann, L.F., Valdiviezo-
Rivera, J., Villa, F., Yunoki, T., Oberdorff, T., 2020. A database of freshwater fish 
species of the Amazon Basin. Scientific Data, 7, 96. https://doi.org/10.1038/s41597-
020-0436-4 

Kuczynski, L., Côte, J., Toussaint, A., Brosse, S., Buisson, L., Grenouillet, G., 2018. Spatial 
mismatch in morphological, ecological and phylogenetic diversity, in historical and 
contemporary European freshwater fish faunas. Ecography, 41, 1665-1674. 
https://doi.org/10.1111/ecog.03611 

Leprieur, F., Beauchard, O., Blanchet, S., Oberdorff, T., Brosse, S., 2008. Fish Invasions in 
the World’s River Systems: When Natural Processes Are Blurred by Human 
Activities. PLOS Biology, 6, e28. https://doi.org/10.1371/journal.pbio.0060028 

McIntyre, P.B., Jones, L.E., Flecker, A.S., Vanni, M.J., 2007. Fish extinctions alter nutrient 
recycling in tropical freshwaters. Proceedings of the National Academy of Sciences of 
the USA, 104, 4461–4466. https://doi.org/10.1073/pnas.0608148104 

McIntyre, P.B., Reidy Liermann, C.A., Revenga, C., 2016. Linking freshwater fishery 
management to global food security and biodiversity conservation. Proceedings of the 



National Academy of Sciences of the USA, 113, 12880–12885. 
https://doi.org/10.1073/pnas.1521540113 

Oberdorff, T., Tedesco, P.A., Hugueny, B., Leprieur, F., Beauchard, O., Brosse, S., Dürr, 
H.H., 2011. Global and Regional Patterns in Riverine Fish Species Richness: A 
Review. International Journal of Ecology, 2011, 1–12. 
https://doi.org/10.1155/2011/967631 

Pease, A., Taylor, J., Winemiller, K., King, R., 2015. Ecoregional, catchment, and reach-scale 
environmental factors shape functional-trait structure of stream fish assemblages. 
Hydrobiologia, 753, 265-283. https://doi.org/10.1007/s10750-015-2235-z 

Reid, A.J., Carlson, A.K., Creed, I.F., Eliason, E.J., Gell, P.A., Johnson, P.T.J., Kidd, K.A., 
MacCormack, T.J., Olden, J.D., Ormerod, S.J., Smol, J.P., Taylor, W.W., Tockner, K., 
Vermaire, J.C., Dudgeon, D., Cooke, S.J., 2019. Emerging threats and persistent 
conservation challenges for freshwater biodiversity. Biological Reviews, 94, 849–873. 
https://doi.org/10.1111/brv.12480 

Su, G., Logez, M., Xu, J., Tao, S., Villéger, S., Brosse, S., 2021. Human impacts on global 
freshwater fish biodiversity Science, 273, 835-838. 
https://doi.org/10.1126/science.abd3369 

Su, G., Villéger, S., Brosse, S., 2020. Morphological sorting of introduced freshwater fish 
species within and between donor realms. Global Ecology and Biogeography, 29, 
803–813. https://doi.org/10.1111/geb.13054 

Su, G., Villéger, S., Brosse, S., 2019. Morphological diversity of freshwater fishes differs 
between realms, but morphologically extreme species are widespread. Global Ecology 
and Biogeography, 28, 211–221. https://doi.org/10.1111/geb.12843 

Tedesco, P.A., Beauchard, O., Bigorne, R., Blanchet, S., Buisson, L., Conti, L., Cornu, J.-F., 
Dias, M.S., Grenouillet, G., Hugueny, B., Jézéquel, C., Leprieur, F., Brosse, S., 
Oberdorff, T., 2017a. A global database on freshwater fish species occurrence in 
drainage basins. Scientific Data, 4, 170141. https://doi.org/10.1038/sdata.2017.141 

Tedesco, P.A., Paradis, E., Lévêque, C., Hugueny, B., 2017b. Explaining global-scale 
diversification patterns in actinopterygian fishes. Journal of Biogeography, 44, 773–
783. https://doi.org/10.1111/jbi.12905 

Tedesco, P.A., Leprieur, F., Hugueny, B., Brosse, S., Dürr, H.H., Beauchard, O., Busson, F., 
Oberdorff, T., 2012. Patterns and processes of global riverine fish endemism. Global 
Ecology and Biogeography, 21, 977–987. https://doi.org/10.1111/j.1466-
8238.2011.00749.x 

Tickner, D., Opperman, J.J., Abell, R., Acreman, M., Arthington, A.H., Bunn, S.E., Cooke, 
S.J., Dalton, J., Darwall, W., Edwards, G., Harrison, I., Hughes, K., Jones, T., Leclère, 
D., Lynch, A.J., Leonard, P., McClain, M.E., Muruven, D., Olden, J.D., Ormerod, S.J., 
Robinson, J., Tharme, R.E., Thieme, M., Tockner, K., Wright, M., Young, L., 2020. 
Bending the curve of global freshwater biodiversity loss: an emergency recovery plan. 
BioScience, 70, 330–342. https://doi.org/10.1093/biosci/biaa002 

Toussaint, A., Charpin, N., Beauchard, O., Grenouillet, G., Oberdorff, T., Tedesco, P.A., 
Brosse, S., Villéger, S., 2018. Non-native species led to marked shifts in functional 
diversity of the world freshwater fish faunas. Ecology Letters, 21, 1649–1659. 
https://doi.org/10.1111/ele.13141 

Toussaint, A., Charpin, N., Brosse, S., Villéger, S., 2016. Global functional diversity of 
freshwater fish is concentrated in the Neotropics while functional vulnerability is 
widespread. Scientific Reports, 6, 22125. https://doi.org/10.1038/srep22125 

Villéger, S., Blanchet, S., Beauchard, O., Oberdorff, T., Brosse, S., 2014. From current 
distinctiveness to future homogenization of the world’s freshwater fish faunas. 
Diversity and Distributions, 21, 223–235. https://doi.org/10.1111/ddi.12242 



Villéger, S., Blanchet, S., Beauchard, O., Oberdorff, T., Brosse, S., 2011. Homogenization 
patterns of the world’s freshwater fish faunas. Proceedings of the National Academy of 
Sciences of the USA, 108, 18003–18008. https://doi.org/10.1073/pnas.1107614108 

Villéger, S., Brosse, S., Mouchet, M., Mouillot, D., Vanni, M.J., 2017. Functional ecology of 
fish: current approaches and future challenges. Aquatic Sciences, 79, 783–801. 
https://doi.org/10.1007/s00027-017-0546-z 

Villéger, S., Ramos-Miranda, J., Flores-Hernandez, D., Mouillot, D., 2010. Contrasting 
changes in taxonomic vs. functional diversity of tropical fish communities after habitat 
degradation. Ecological Applications, 20, 1512–22. https://doi.org/10.1890/09-1310.1 

WWF, 2020. Living Planet Report 2020. 
 

  



Figures captions 

 

Figure 1. Morphological measures (A) and morphological traits (B) measured on each fish 
species.  

 

Figure 2. FISHMORPH database completeness. (a) Percentage of species morphologically 
informed in each of the 3119 river basins from Tedesco et al. (2017a). (b) Violin plots showing 
differences in FISHMORPH database completeness among river basins belonging to the six 
biogeographic realms. (c) Number of families, genera, species, percentage of missing trait values 
and percentage of known freshwater fish species for the main taxonomic orders (orders with more 
than 100 freshwater species in Fishbase) included in the FISHMORPH database.  
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