Sequence alignment of PrP¢ in 12 goats. The 4 PRNP™/T¢" goats are homozygous for the
Stop-mutation in codon 32, whereas the 4 PRNP*/T¢" goats are heterozygous (G/Ter). Some
animals had polymorphisms in codon 220 and codon 240 (see table). Capra hircus prion
protein (gi328682847) are shown as reference sequence.

32

21&328682847 |gb  MVKSHIGSWI LVLFVN‘MSDVGLCKKRPKPGGGWN TGGSRYPGOGSPGGNRYPPOGGGGWGOP

Normal = ---------- SGLFVAMWSDVGLCKKRPKPGGGWNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
41/Normal @ = ---------- SGLFVAMWSDVGLCKKRPKPGGGWNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
529Normal @ ---------- SGLFVAMWSDVGLCKKRPKPGGGWNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
536Normal ----~----- TGLFVAMWSDVGLCKKRPKPGGGWNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
413Ter = = s--seeeceeeecceeeecccemecccoooa- GWNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
457Ter = seeeeeeeeeeeeeeeeeeeeee—ee------. RNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
476Ter @ ---e------ SGLFVAMWSDVGLCKKRPKPG - GWNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
400 far = - - -GLFVAMWSDVGLCKKRPKPG - GWNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
45]Hetero  ------- -TGLFVAMWSDVGLCKKRPKPG - G’NNTGGS'RYPGOGSPGGNRYPPOGGGGWGOP
469Hetero =~ ---------- SGLFVAMWSDVGLCKKRPKPG - GWNTGGSRYPGOGSPGGNRYPPOGGGGWGOP
S33Haterol - SGLFVAMWSDVGLCKKRPKPG - GWNT GGSRYPGOGSPGGNRYPPOGGGGWGOP
527Hetero = ----------- GLFVAMWSDVGLCKKRPKPG - GWNTGGSRYPGQGSPGGNRYPPQGGGGWGQP
cons 0000 000 0 0 0 RO K

glé328682847 |gb  HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG

Normal HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG
417Normal HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG
529Normal HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG
536Normal HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHS OWNKPSKPKTNMKHVAGAAAAGAVVG
413Ter HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHS OWNKPSKPKTNMKHVAGAAAAGAVVG
457Ter HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG
476Ter HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHS OWNKPSKPKTNMKHVAGAAAAGAVVG
490Ter HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG
451Hetero HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG
469Hetero HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG
533Hetero HGGGWGOPHGGGWGOPHGGGWGOPHGGGGWGOGGSHSOWNKPSKPKTNMKHVAGAAAAGAVVG
527Hetero HGGGWGQPHGGGWGQPHGGGWGQPHGGGGWGQGGSHSQWNKPSKPKTNMKHVAGAAAAGAVVG
cons 00 0 000 0 0 0 0 00 0 0 0 0 0 0 0 0 0 60 0 00 0 0 0 0 0 0 0 8 00 00 0 0 0 0 8 0 0 ok Kok

g é328682847|gb GLGGYMLGSAMSRPLIHFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVNITVKO
16Normal GLGGYMLGSAMSRPLIHFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVNITVKO
417Normal GLGGYMLGSAMSRPLIHFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVNITVKO
529Normal GLGGYMLGSAMSRPL[HFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVNITVKO
536Normal GLGGYMLGSAMSRPLIHFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVNITVKO
413Ter GLGGYMLGSAMSRPLIHFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVNITVKO
457Ter GLGGYMLGSAMSRPLIHFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVNITVKO
476Ter GLGGYMLGSAMSRPLIHFGNDYEDRYYREN MYRYP 0VYYRPVDOYSNONNFVHDCVNITVKO
490Ter GLGGYMLGSAMSRPLIHFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVNITVKO
451Hetero GLGGYMLGSAMSRPL HFGNDYEDRYYRENMYRYPNOVYYRPVDOYSNONNFVHDCVN TVKO
469Hetero GLGGYMLGSAMSRPLIHFGNDYEDRYYRENHYRYPNOVYYRPVDOYSNONNFVHDCVN TVKO
533Hetero GLGGYMLGSAMSRPLIHFGNDYEDRYYRENMYRYPNOVYYRPVD ONNFVHDCVNITVKO
527Hetero GLGGYMLGSAHSRPLIHFGNDYEDRYYRENMYRYPNQVYYRPVDQYSNQNNFVHDCVNITVKO
cons A R R A 0 0 0 S A 0 A R 0 o o R
220 240

21é328682847|gb HIVII|lKGENFTETDIKIHERVVEOHCITOYORESOAYYORGASVILFSPPPVILLISFLIF

Normal HlVIIIIKGENFTET3IKIHERVVEOHCITLYORESOAYYORGASVILFSSPPVILLISFLIF
417Normal HTVTTTTKGENFTETDIKIMERVVEOMCITLYORESOAYYORGASVILFSSPPVILLISFLIF
529Normal HTVTTTTKGENFTETDIKIMERVVEOMCITLYORESOAYYORGASVILFSSPPV LL SFLIF
536Normal HTVTTTTKGENFTETDIKIMERVVEOMCITLYORESOAYYORGASVILFSSPPVILLISFLIF
413Ter HTVTTTTKGENFTETDIKIMERVVEOMCITOYORESOAYYORGASVILFSPPPVILLISFLIF
457Ter HTVTTTTKGENFTETDIKIMERVVEOMCITOYORESOAYYORGASVILFSPPPVILLISFLIF

476Ter HTVTTT IKGENFTE%IKII‘ERVVEOHCITOYORESOAYYORGASVILFSPPPVILLISFLIF

490Ter HTVTTTTKGENFTETDIKIMERVVEOMCITOYORESOAYYORGASVILFSPPPVILLISFLIF
451Hetero HTVTTTTKGENFTETDIKIMERVVEOMCITLYORESOAYYORGASVILFSPPPVILLISFLIF
469Hetero HTVTTTTKGENFTETDIKIMERVVEOMCITLYORESOAYYORGASVILFSSPPV] LL SFLIF
533Hetero HTVTTTTKGENFTETDIKIMERVVEOMCITLYORESOAYYORGASVILFSSPPVILLISFLIF
527Hetero HTVTTTTKGENFTETDIKIMERVVEQMCITLYQRESQAYYQRGASVILFSPPPVILLISFLIF
cons 00 0 0 000 0 00 0 0 K K *******************.‘t******t***

21A328682847 |gb  LIVG-

Normal LIVG-
417Normal LIVG-
529Normal LIVG-
536Normal LIVGR
413Ter LIVG-
457Ter LIVG-
476Ter LIVG-
490Ter LIVG-
451Hetero LIVG-
469Hetero LIVG-
533Hetero LIVG-
527Hetero LIVG-

cons LR 3



Overview of PRNP polymorphisms in 12 goats.

Goat# 32 220 240
416 G/G L/L P/P
417 G/G L/L P/P
529 G/G L/L P/P
536 G/G L/L P/P
413 Ter/Ter Q/Q P/P
457 Ter/Ter Q/Q P/P
476 Ter/Ter Q/Q P/P
490 Ter/Ter Q/Q P/P
451 G/Ter Q/L P/P
469 G/Ter Q/L P/P
533 G/Ter Q/L S/S

527 G/Ter Q/L P/S



