Development of a low-pressure diamond anvil cell and
analytical tools to monitor microbial activities in situ
under controlled P and T
Philippe M. Oger, Isabelle Daniel, Aude Picard

To cite this version:
Philippe M. Oger, Isabelle Daniel, Aude Picard. Development of a low-pressure diamond anvil cell and
analytical tools to monitor microbial activities in situ under controlled P and T. BBA - Biochimica
et Biophysica Acta, 2006, 1764, pp.434-442. �10.1016/j.bbapap.2005.11.009�. �hal-00093586�

HAL Id: hal-00093586
https://hal.archives-ouvertes.fr/hal-00093586
Submitted on 13 Sep 2006

HAL is a multi-disciplinary open access
archive for the deposit and dissemination of scientific research documents, whether they are published or not. The documents may come from
teaching and research institutions in France or
abroad, or from public or private research centers.

L’archive ouverte pluridisciplinaire HAL, est
destinée au dépôt et à la diffusion de documents
scientifiques de niveau recherche, publiés ou non,
émanant des établissements d’enseignement et de
recherche français ou étrangers, des laboratoires
publics ou privés.

BBA Proteins Proteomics 1764:434-442.

doi:10.1016/j.bbapap.2005.11.009

Development of a low-pressure diamond anvil cell
and analytical tools to monitor microbial activities in
situ under controlled P and T
Phil M. Oger, Isabelle Daniel and Aude Picard
Laboratoire de Science de la Terre, UMR 5570 CNRS-ENSL-UCBL, 46 allée d’Italie, F-69364 Lyon
Cedex 07, France

keywords : Diamond Anvil cell; GFP; yeast; high pressure; cell cycle;
metabolism; DMR; Agrobacterium
Corresponding author : Phil M. Oger, Laboratoire de Sciences de la Terre, UMR 5570 CNRSENSL-UCBL, 46, allée d’Italie, F-69364 Lyon, France; tel: 33 4 72 72 87 92; fax : 33 72 72 86 77.

poger@ens-lyon.fr

Abstract
We have designed a new low-pressure Diamond Anvil Cell (DAC), calibrated two novel
pressure calibrants and validated the use of semi-quantitative Raman and Xray spectroscopies
to monitor the fate of microbes, their metabolism or their cellular components under
controlled pressures and temperatures in the 0.1-1.4 GPa and 20°-300°C P,T range. The lowpressure DAC has a 250-600 µm thick observation diamond window to allow for lower
detection limits and improved microscopic imaging. This new design allows the
determination of cellular growth parameters from automated image analysis, which can be
correlated with the spectroscopic data obtained on metabolism, ensuring high quality data
collection on microbial activity under pressure. The novel pressure sensors offer the ease of
use of the well-known ruby scale, while being more sensitive and reacting to pressure
variations instantaneously.
[7, 8]. Even though subsurface microbes are very
diluted, with estimation ranging from 102 to 104,
owing to the large volume they colonize, they may
represent a substantial portion of Earth's overall total
biomass. Due to their pressure, temperature and
chemical conditions, the deep-subsurface biotopes are
hardly accessible by standard biological techniques.
The deep-subsurface ecosystem can be partially
reproduced by the use of high pressure/high
temperature apparatus, such as autoclaves or
cylinder-piston systems [9-11], Paris-Edinburgh
presses [12], or optical high pressure cells based
either on sapphire [13, 14] or on diamond anvils [15,
16]. However, since many of the deep-biosphere
microorganisms do not grow under atmospheric

1. Introduction
Diverse, active microbial communities live
deep beneath the Earth's surface, e.g., in water
flowing through fractures in basalt [1] and granite [2],
in the rock itself [3], or below the seafloor [4, 5].
Subsurface environments are characterized by the
absence of light and oxygen, and extreme pressure
and/or temperature conditions. Therefore, subsurface
microorganisms must rely on alternate energy sources
such as the dissimilative reduction of metals (DMR)
and related molecules [6]. As a result of the increase
of pressure and temperature with depth (ca. 35
MPa/km and 30°C/km respectively), the deep
subsurface may extend to 4 km below ground or more
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pressure, it is essential to be able to perform in situ
kinetic studies.
Diamond anvil cells (DACs) are probably
the most fitted pressure devices to monitor cellular
metabolism under pressure, since they allow the
simultaneous in situ observation of samples, while
these may be probed using an incident radiation
comprised between IR and energetic X-ray radiations.
This is however achieved at a cost. The three major
drawbacks of the method are : (i) the limited sample
volume, ca. 100 nl, which precludes access to the
sample after the experiment, (ii) the strong chromatic
aberrations induced by the high refractive index of
diamond which lead to blurry images and (iii) the
impossibility to measure the pressure inside the DAC
by direct methods such as manometers or pressure
balances. The lack of correlation between
spectroscopic data obtained in situ on microbial
processes and microscopic observations of the cell
and cell growth can greatly weaken the conclusions
drawn from the metabolic studies, since it may be
difficult to distinguish the activity of the enzyme,
from the activity of the microbe harboring it.
Similarly, monitoring the activity of microbial cells
requires that the pressure within the incubator be
known accurately. Pressure is usually measured
indirectly by use of a pressure calibrant such as ruby
[17-19]. Unfortunately, it remains a challenge today
to determine low pressures in the DAC in the 0.1
MPa - 2 GPa pressure domain for lack of appropriate
calibrants.
The present review describes recent
advances in the DAC technology to adapt it to the
monitoring of microbial processes. First, we present a
modified asymetrical DAC planned to improve
imaging quality and signal collection. Second, we
review the development of two novel low pressure
calibrants designed to sense pressure in the 0.1-600
MPa pressure. Last, we validated the use of two
quantitative spectroscopies for the monitoring of
microbial cell activity in the DAC.

Once closed, the DAC is 60 mm in diameter and 24
mm in height, and can be placed on the stage of most
microscopes. The force acting on the piston is
generated by inflating an internal membrane ram with
helium (6, Figure 1) [20]. The whole DAC can be
inserted in a Watlow® heating ring, which might heat
the whole pressure vessel up to 300°C +/- 1°C.
The cell body (3, Figure 1), the piston (2,
Figure 1) and the screw cap (1, Figure 1) are all
machined in Marval 18 steel (Aubert et Duval,
France), treated to full hardness by heating at 480°C
for 4h. The piston is basically identical to that of the
infrared cell, with an optical aperture of 2x38°, and a
distance between the bottom of the diamond and the
top of the assemblage of 10 mm. A diamond anvil (9,
Figure 1) with a standard cut, a table of 4 mm, a
height of 2.2 mm and a culet of 1.2-1.4 mm is sealed
with a brass plate, and adjusted onto a hemispherical
tungsten carbide seat (4, Figure 1).
The cell body is the modified part of the
DAC; a diamond window 4 mm in diameter and 250600 µm thick (8, Figure 1) replaces the 2 mm high
anvil in the infrared cell. The diamond window lays
on a flat tungsten carbide seat of 34 mm in diameter
and 2.5 mm in height (5, Figure 1). The window is
maintained centred onto the optical access hole
drilled in the seat by a 600µm thick brass tore, which
inner diameter is adjusted to the diamond window.
The optical aperture of the cell body is 100°, and the
working distance between the window and the outer
of the DAC 6 mm. This is of course, the side of the
DAC chosen for observations and measurements. All
objectives with working distances longer than 6 mm
can be used with the low-pressure DAC. The limited
thickness of the diamond window together with the
very large optical aperture and the short working
distance, are characteristics of prime importance for
improving the quality of observations and
measurements, since they allow collecting more
photons out of the diamond over a larger solid angle,
through objectives or detectors of higher numerical
apertures.
The sample container lies on the top of the
diamond window, and is maintained by the same
brass plate as the diamond window. It consists in a
soft metal (Cu, Ni, or Inconel®) disk of 4 mm
diameter, 120-300 µm thickness, with a hole of 500
µm diameter, drilled at the centre. This defines an
experimental volume of approximately ca. 0.1 µl. So
far, the present DAC has reached 1.4 GPa.

2. Design of the low-pressure DAC

Figure 1 : Schematic view of the low-pressure
dedicated diamond anvil cell : (1) cover, (2)
piston, (3) cylinder, (4) hemispheric carbide, (5)
flat carbide, (6) Pressure-transmitting membrane,
(7) sample gasket, (8) observation diamond
window, (9) diamond anvil. The experimental
volume is a cylinder consisting of the hole inside
the sample gasket, and stoppered by the diamond
window and anvil on each side.

3. Improved imaging in the lowpressure DAC
Imaging live bacteria in the
low-pressure DAC
To compare the quality of imaging in the
new DAC versus the classical symetric design, we
imaged the same bacterial cells in our low pressure
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Figure 2 : Microscopic observation of bacteria inside the DAC. Images were obtained in transmission mode (Top)
or in epifluorescence mode (Bottom) in a Adams-type DAC with 2mm thick diamond anvils (A, D) or in the low
pressure dedicated DAC (B, C, E, F) in classical (A, B, D, E) or confocal (C, F) microscopy. Panel A :The blue
arrow points towards a putative bacterial cell. The red arrow point towards an optical artefact.
DAC equipped with a 400 µm thick diamond
window, and in an Adams-type DAC [16] equipped
with symetrical 2 mm thick diamond anvils.
Microbial cells were imaged with an Olympus®
FV500 confocal epifluorescence microscope built on
an Olympus® BX51WI inverted epifluorescence
microscope body equipped with two excitation lasers
at 543 nm and 488 nm, two 100 W lamps for epi/trans
illumination and a 110 W Mercury lamp for
epifluorescence. An Olympus® SLMPlan X20 with a
working distance of 10 mm was used to focus inside
the low-pressure DAC. A Mitutoyo® 50X
longworking distance objective (15mm) had to be
used to focus inside a symmetric Adams type DAC
[16]. The filter set for GFP imaging was an
Olympus® U-MNIB2 cube with a 470-490 excitation
filter, and a 515nm high band pass emission filter for
classic epifluorescence and a 515-560 nm filter for
confocal epifluorescence. A mid-log phase culture of
Escherishia coli strain DH5α(pGREEN-TIR) [21]
was used to load both DACs for imaging. These cells
constitutively express the eGFP gene, thus, when
excited at 488 nm, they emit a strong green
fluorescence with a maximum of emission centred at
511 nm.
The spatial resolution in the symetrical DAC
(Panel A, Figure 2) barely allows to see the E. coli
cells as rods. Discriminating between putative
bacterial cells and artefacts or impurities in the
medium is therefore not straightforward. In addition,
although the fluorescence of the E. coli cells can be
detected in the symetrical DAC in the cell pellet, it is
not possible to image single cells (Panel D). The

increased spatial resolution in the low pressure DAC
is clearly visible in classical (B and E) or confocal (C
and F) microscopies. In the same imaging conditions
as panel A, the rod shape of the bacterial cells is
clearly visible in transmission mode (panel B), and
can be unambiguously distinguished from the
impurities of the medium by their characteristic size
and shape. Similarly, the fluorescence of the bacterial
cells can be imaged at the single cell level with
reasonable acquisition times : ca. 1 s in classic
epifluorescence mode (Panel E), and less than 1 s in
confocal mode (Panel F). The smallest bacterial cells
in our lab collection, those of Bosea thiooxidans
strain POLB980 (0.5µm X 2µm) can be readily
imaged in the low-pressure DAC. Thus, the
monitoring of the growth of eucaryotic or procaryotic
microbial cells in the DAC through automated
acquisition and analysis of microscopic images
becomes realistic even for the smallest bacteria.

Monitoring cell growth in
the DAC
The baker’s yeast, S a c c h a r o m y c e s
cerevisiae, is one of the model systems used to
validate the use of the low-pressure DAC for
monitoring of the microbial cell cycle in situ under
high hydrostatic pressure. Saccharomyces cerevisiae
is one of the best characterized unicellular eukaryote
in terms of genome characterization and cellular
physiology, and resistance to hydrostatic pressure
[22-25]. The maximum pressure permissive to yeast
cell growth is strain dependent, ranging from 15 to 50
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MPa, while pressure above 200 MPa essentially kill
the cells [26]. Ethanol fermentation from glucose is
blocked at pressures higher than 50 MPa [27, 28].

between the brownian-like movements and true cell
motility exhibited by procaryotes in the DAC (for a
review see [30]). The results obtained with three
microbial models (yeast, E. coli and B o s e a
thiooxidans) have shown a strong divergence in the
response of these organisms to the confinement into
the gasket of the DAC (V=78 nl, data not shown) :
While yeast and B. thiooxidans can divide inside the
DAC, E. coli seem incapable to grow or express a
clear mobility phenotype.

4. Monitoring the microbial
metabolism in situ
Monitoring the metabolism of microbial
cells in the DAC implies using quantitative or semiquantitative spectroscopic techniques applicable to
the quantification of diluted chemical species, usually
the metabolite and its end products, in a complex
mixture of other organic compounds, e.g. the growth
medium. Although several spectroscopic techniques
have been developped for the DAC, few have been
tested in the physico-chemical conditions of a
microbial culture environment. Two methods, based
on the use of Raman and Xray spectroscopies, have
been developped to allow a precise kinetic
monitoring of the metabolic activity in the DAC.

Figure 3 : Yeast budding inside the DAC. Images
inside the DAC were taken every minutes overnight.
Four images separated by 20 minutes illustrate the
ability of yeast to form buds inside the DAC. Three
growing buds are pointed out by the three coloured
arrows.

Semi-quantitative Raman
spectroscopy
Raman spectroscopy is a non-intrusive, nondestructive spectroscopy that does not require sample
preparation. (Semi-) Quantitative Raman
spectroscopy has a great potential to study microbial
metabolism under pressure in the DAC, the only
limitation for the technique being that the analyte
need have a Raman spectrum with at least one peak
unmasked by the Raman spectrum of the growth
medium [31, 32]. Many metabolic input or endproducts, such as H2S, CH4, lactate, formate, acetate,
methanol, ethanol, trioses, that are used as growth
substrate or excreted as secondary metabolites by
many bacteria or archaea in the sediment can be
measured by Raman spectroscopy.
Quantitative Raman spectroscopy was
developed to monitor the metabolism of glucose by
yeast in the DAC. The same procedure can be applied
for any other Raman active molecule. We used the
symmetric C-C stretching mode (883 cm-1) of ethanol
as a reference peak for ethanol because it is
unmasked by the Raman spectrum of the growth
medium. The 1643 cm-1 bending mode of water,
rather than the more intense 3250 cm-1 OH vibration
zone, was used as our internal calibrant in order to
keep the intensity of the peaks (analyte vs. standard)
in the same range of intensity and the same zone of
the Raman spectrum. In the DAC the detection limits
of ethanol in the growth medium is ca. 0.05 mM.

We used a strain of baker’s yeast from a commercial
source. Yeast cells from an overnight midexponential culture in YPD (Yeast extract 1g/l,
Peptone 2g/l, Glucose 2g/l) were diluted into fresh
YPD medium to yield approximately 50-100 cells
inside the DAC, and incubated at 30°C, the optimal
growth temperature of our yeast strain. Figure 3
illustrates the ability of baker’s yeast’s cells to bud
inside the low-pressure DAC. A picture of the DAC
was acquired every minute thereafter in transmission
mode by confocal microscopy. In these conditions
yeast completes its cell cycle in 97 +/- 5 mn, which is
comparable to the doubling time observed in the
control cultures performed in tubes. Other cell
parameters, such as the cell volume, cell integrity and
shape as a function of pressure, can be determined
from each image by automated image analysis [29]
and comfort our metabolism data. Bacterial cell cycle
monitoring in the DAC is also possible, but less prone
to automating due to the cellular motility of most
procaryotes in the DAC. Images have to be analyzed
individually, corrected for cell movements before
growth kinetics can be determined.
The resolution of the image makes the
identification of the smallest bacterial cells, such as
Bosea thiooxidans (0.5 x 2 µm), and the use of image
sequences to determine the growth rate inside the
DAC realistic. In the case of mobile bacteria such as
E. coli or Bosea thiooxidans, cell movements can also
be determined from sequence analysis of images
taken every second. Importantly, we can distinguish
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use of quantitative Raman spectroscopy and the lowpressure DAC for the monitoring of microbial
metabolism.
Quantitative X-ray spectroscopy
Many ecologically relevant microbial
metabolisms cannot be investigated by IR or Raman
spectroscopies in the DAC. This is for example the
case for the dissimilative reduction of metals (DMR)
which fuels the sediment and hydrothermal vents
ecosystems. DMR leads to a change in valence of the
metal used as an energy source. Therefore, X-raybased element spectroscopies such as XANES ( Xray Absorption Near Edge Structure) or EXAFS
(Extended X-ray Absorption Fine Structure) which
are sensitive to the redox environment of elements
can potentially be used to monitor these reactions.
However, X-rays cause severe damages to the cells,
inducing mutations in the genetic material, free
radicals in the cytoplams and holes in the cytoplasmic
membranes, which eventually lead to the death of the
irradiated cells. Thus, monitoring the reduction of
metals by X-ray spectroscopy might kill the microbes
under study.
Based on the hypotesis that X-ray-induced
damages would be essentially limited to the irradiated
volume, we estimated that there could exist a ratio
between the size of the incubator and the size of the
beam, that would lead to a low enough reduction of
viability of the cells under study, while allowing to
get meaningful X-ray data. To be able to monitor
DMR in the DAC, we have minimized the size of the
incident beam to 6 µm2. Therefore, less than 1% of
the cells in the DAC are submitted to the incident Xray beam. Under these experimental conditions, we
observed a survival rate of more than 75% of cells in
the irradiated incubator, while the same cell only
survive a few seconds when totally irradiated (data
not shown). The kinetics of selenite reduction by live
prokaryotes was tentatively determined by a
combination of µXANES and µXRF (X-ray
fluorescence) to obtain the identification of the
reduced Se species produced in solution. µXRF was
performed at ESRF beamline ID22 (Grenoble,
France) at 13.5 keV, using the Compound Refractive
Lenses (CRL) lenses. The size of the beam was 2 µm
x 3 µm (vert. x hor.), for an incident flux ca. 1-3 1010
ph/s. Fluorescence spectra were acquired for 100s
live time, with less than 10% dead-time. The incident
flux, used for normalization was measured using a Si
photodiode placed before the sample. The µXANES
spectra were acquired in fluorescence mode for 1s per
point (101 points) in the range 12.64-12.69 keV,
using the ID22 double Si111 crystals for
monochromatization.
We monitored by a combination of
µXANES and µXRF analyses [36] the reduction of
Selenium by Agrobacterium tumefaciens strain C58,
which reduces selenite (Na2SeO3, IV) and selenate
(Na2SeO4, VI) into elemental selenium (Se, 0) [37]
and dimethyl-selenide (CH3-Se-CH3, II) [38].

Figure 4 : Ethanol production by Saccharomyces
cerevisiae. Top : Raman spectrum of the culture
medium inside the DAC at the start and after 24h
incubation at 30°C and 25 MPa. The symmetric C-C
stretching mode of ethanol at 883cm-1 is clearly
visible after 24 hours. Bottom : Kinetics of ethanol
production by yeast at ambient pressure (AP) or 25
MPa. Data were normalized to the maximum
production reached for each experiments.
Ethanol production is detected in situ in the DAC
from ambient to ca. 50 MPa as early as t = 1 hour
(Figure 4), and reaches a plateau after ca. 9 h, when
all the glucose in the medium has been used. As
expected, no ethanol production can be observed
when the yeast cells are incubated above 50 MPa, or
when no yeast cells are inoculated in the growth
medium. Although the final concentrations are
identical, our in situ observations clearly show that at
25 MPa, the fermentation of glucose is enhanced in
yeast in comparison to controls at ambient pressure
(Figure 4). This enhanced activity has already been
reported in yeast for non-specific esterases [33], for
the reduction of sulfate by sediment bacteria [34] and
for several enzyme complexes [35]. Our in situ data
for the fermentation of glucose by yeast are congruent
with the current biochemical data, which validates the
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data. During the reduction of selenite, 3 selenite
molecules are reduced to one metallic selenium
molecule and 2 dimethyl selenide (CH3-Se-CH3, II)
molecules. Despite the Xray-induced physical
damage to the microbial cells, our results clearly
demonstrate that our experimental design allows to
monitor the fate of metal during DMR, including the
identification of the end products of the reduction
pathway, by the combination of µXANES and µXRF
in situ in the DAC on the synchrotron beamline under
controlled pressure and temperature.

5. Development of novel low pressure
calibrants
Pressure is usually determined in the DAC in
situ indirectly by an internal calibrant. The choice of
the calibrant is dictated by the experimental
conditions required for the experiment. For example,
in Physics and Earth sciences, the calibrants need to
be effective in a large pressure and temperature
domain. In biological and chemical sciences, the P
and T domain remains more limited (-20°C to 200°C,
0.1 to 1 GPa), but the quickness to which the
calibrant needs to react to pressure variations, as well
as the precision of the measure are of prime
importance. The most widely used optical pressure
sensor in the DAC is the intense R1 fluorescence line
of Cr3+ in ruby chips [17-19], even if there exist other
calibrants such as quartz [39], Sm doped oxides [40],
and chemical [41, 42] or protein-based sensors [43].
Unfortunately, ruby fluorescence is not suitable to
work at low pressures with short-lived phenomena,
because its relaxation time is too long (10-20
minutes). Furthermore, the precision of the measure
at low pressure ranges between 50 to 100 MPa
depending on the experimental setup [13, 44]. Last,
the ruby chips do not sense pressures below 100 MPa.
Thus it is reasonnable to avoid this calibrant for
pressures below 250 MPa, a domain of the utmost
importance when working with live micro organisms
or their cellular components.
Therefore, one of the current challenges is to
design more sensitive and reactive internal pressure
calibrants to work in the DAC at very low pressures.
As a first step towards that goal, we have developed
two novel pressure sensors based on the use of small
polystyrene microspheres, which contain a
fluorescent dye inserted homogeneously into their
matrix or based on the use of the GFP protein present
intracelullarly in GFP-tagged cells.

Figure 5 : Selenium metabolism by Agrobacterium
tumefaciens Selenium speciation was monitored
inside the pressured vessel by µXANES for 24h. (A)
Reduction of selenite by A. tumefaciens at 25 MPa
and 30°C in LB medium. (B) Calculated metabolism :
Linear combination of µXANES spectra from
standard solutions of Se species : selenite (SeO3, IV),
di-methyl selenide (Se-(CH3)2, II) and elemental
selenium (Se, 0). Starting composition : SeO3, 100% ;
Final composition : Se-(CH3)2, 66% and Se
(amorphous metal), 33%
The detection limit for selenium in the
low-pressure DAC is ca. 1ppm. Figure 5 summarizes
the results obtained for an experiment performed at
25 MPa with living A. tumefaciens cells incubated at
30°C in LB medium supplemented with 5 ppm
selenite in the DAC. The spectrum obtained at 0 h is
typical of selenite. Spectra acquired for intermediate
incubation times clearly show a gradual replacement
of selenium species in solution, with the apparition of
a shoulder on the µXANES spectra. After 24 hours,
the reduction is complete, and the µXANES spectrum
no longer shows a contribution of selenite.
Quantitative linear combinations of 7 different redox
species of selenium demonstrate the contribution of
only 3 selenium species to explain the experimental

FluoSpheres® as a low
pressure calibrant
FluoSpheres® F-2111 are 15 µm-diameter
fluorescent polystyrene microspheres (Molecular
Probes™) with theoretical excitation and emission
wavelengths at 515 and 534 nm, respectively. The
insert in figure 6 displays a representative
fluorescence spectrum of FluoSpheres® at ambient
conditions. The wavelength of the first inflection
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point of the fluorescence spectrum, is used as a
reference. It can be obtained from the first null value
of the second derivative of the fluorescence spectrum.
FluoSpheres® are manipulated in a similar way as
ruby spheres [44].

required for biological or biochemical systems, or in
quickly evolving systems.
FluoSpheres® can be used as pressure gauges
in aqueous solutions as well as organic solutions such
as Paraffin oil. Due to the embedding of the dye in
the polystyrene matrix, pH has no influence on the
fluorescence. FluoSpheres® are compatible with all
rich or minimal microbial growth media tested, and
are therefore compatible for use in experiments
involving the growth of micro organisms.
FluoSpheres® are highly sensitive to temperature.
Therefore one should envision their use only between
10° C and 50° C.
GFP as an intracellular pressure
calibrant

Figure 6 : Pressure calibration curve of
FluoSpheres® fluorescence shift. The pressure
gauge is the inflection point of the first maximum of
emission of the spectrum calculated by the second
derivative method. Insert : fluorescence spectrum of
the novel pressure calibrant.
The pressure-induced shift of the
FluoSpheres® fluorescence has been measured up to 4
GPa [45]. The wavelength of the inflection point of
the first peak increases linearly as a function of
pressure from ambient to 2 GPa. The calculated shift
is 9.93 ± 0.08 nm.GPa-1 up to 2 GPa (Figure 6).
Above 2 GPa, the fluorescence signal decreases
significantly and is therefore no longer suitable for
use as a pressure gauge. The pressure inside the DAC
is calculated by the following relation :
P = (λ - λ0) * 0.10 (±0.001) GPa
where P is the calculated pressure in GPa, and λ and
λ0 are the wavelength of the inflection point at the
pressure of analysis and ambient pressure, expressed
in nm.
FluoSpheres® offer several advantages over
the classic ruby calibrants. 1) They are sensitive to
very small variations in pressure. 2) They are at least
5 times more precise than ruby 20 MPa vs. 100 MPa
respectively; 3) They can report pressures as low as
20-30 MPa. 3) The relaxation time of FluoSpheres® is
short enough, so that the red shift of the fluorescence
appears instantaneous. Thus, FluoSpheres® conjugate
the ease of use of the ruby microspheres, with several
of the advantages of the protein-based pressure
sensors, which should allow to accurately monitor the
pressure in experiments with fragile materials, as

(1)

Figure 7 : Calibration curve of the GFP pressure
sensor. Top : Fluorescence spectrum of GFP
acquired from a single E. coli cell (1 second
acquisition time). The white disc on the photograph
correspond to the zone of signal collection; Bottom:
Calibration curve of the pressure sensor; Horizontal
bars : standard error on the pressure determination;
Vertical bars : standard error on λmax.
GFP (green fluorescent protein) is a
spontaneously fluorescent protein isolated from
Aequoria victoria. GFP can be expressed in bacteria
[46], archaea [47] and eucarya [48], and is therefore

7

widely used as a cellular tag for environmental
studies. The protein is in the shape of a cylinder
named β-can, consisting of 11 strands of β-sheet with
an α-helix inside, which protect the fluorophore [49,
50]. GFP is quite thermostable [51], very resistant to
chemical and pressure-induced denaturation [52-54].
The behavior of GFP under pressure meets
with several of the basic requirements of a potential
pressure calibrant. 1) the blue shift of its fluorescence
spectrum is ca. 2.5 nm between 0 and 500 MPa
(Figure 7). 2) The position of the fluorescence
spectrum is not affected by focalisation. 3) GFP
senses minute variations of pressure starting from
very close to ambient pressure. 4) Pressure variations
are immediately reported in the fluorescence
spectrum. 5) The protein stability domain, which
ranges up to at least 600 MPa [53, 54], exceeds the
pressure domain that is used in experiences
performed with most live microorganisms or their
cellular enzymatic machinery.
What makes GFP a particularly interesting
pressure sensor, is that it may be produced
intracellularly by the microbial cells. Consequently,
the pressure calibrant does not interfere with, and is
not affected by, the composition of the pressure
transmitting medium. GFP expression vectors come
in different flavors for expression in bacteria [46],
archaea [47], eucarya [48]. Therefore, GFP has a
potentially wide range of application to determine
pressure in biological systems. We have proved that
the use of tagged cells is realistic in the novel DAC,
to monitor the growth parameters, and especially to
enumerate them (Figure 2). Furthermore, the
fluorescence spectrum of GFP of a single E. coli cell
can be readily acquired in the DAC (Figure 7, top),
with a quality and intensity allowing the precise
determination of the centroid or peak values for use
as a pressure gauge. The pressure inside the GFP
expressing cell can be determined from the shift of
the centroid wavelength by the following relation :
P = 0,17 [λ0 - λ]
(2)
where P is the pressure in GPa, and λ0 and λ
are the wavelength of the centroid at the reference
and current pressure respectively.
This technique might prove very useful
when working with samples that are very fragile,
since it dramatically reduces the time and work
needed to load the DAC. Providing calibration curves
can be obtained with other GFP colour variants, one
might generate a set of pressure calibrants usable with
a wide range of spectroscopic methods, ranging from
UV to IR.

Due to its asymetrical design, the quality of
microscopic imaging inside the DAC is greatly
improved (Figure 2), making it possible to monitor
the growth of the smallest microbial cells inside the
DAC by confocal microscopy. Parameters such as
cell volume and cell numbers can now be determined
with accuracy for small cells such as bacteria. A set
of novel low-pressure calibrants was developped for
use in this DAC. These pressure calibrants can be
used to measure pressures from the ambient to 600
MPa or 2 GPa. In contrast to the ruby scale, they
report pressure variations instantaneoulsy, with a
precision ca. 5 times more important than ruby (20
MPa vs. 100 MPa), which makes their use possible in
fast evolving systems. We have validated the use of
two different quantitative spectroscopies for the
monitoring of microbial processes under pressure in
the low pressure DAC. It is therefore now possible to
correlate high quality imaging of the microbial cells
and high quality spectroscopic data obtained on the
same cells.
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